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RSPO2/3 fusion
colorectal cancer : 1.6%

RNF43 mutations
endometrial carcinoma : 15.3%
stomach adenocarcinoma : 9.8%
colorectal adenocarcinoma : 7.7%
ZNRF3 mutations
adrenocortical carcinoma : 20.9%
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APC mutations
colorectal adenocarcinoma : 65.2%
cutaneous melanoma : 13.7%
endometrial carcinoma : 14.4%
stomach adenocarcinoma : 12.7%
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CTNNBT mutations
hepatocellular carcinoma : 65.2%
endometrial carcinoma : 14.4%
adrenocortical carcinoma : 12.7%
cutaneous melanoma : 6.8%
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