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ALK * anaplastic lymphoma kinase (R4t ) > S+ +—+), ROST : cros oncogene 1(cros A AEIEF 1), BRAF : v-raf mu-
rine sarcoma viral oncogene homolog B1, PARP : poly ADP (adenosine diphosphate) ribose polymerase, BRCA : breast cancer

susceptibility gene (FLA% A BSZ

HEBIETF), HDAC : histone deacetylase(k Z k> B 7+ F JL{LBES).



